Supplementary Table 6. GTEx eQTL support for MR instrumental variants.

(A) Selected GTEX tissue summary for direct MR SNP eQTL support.

tissue n_direct_ mr_snp_eqtl_pairs n_unique_mr_snps  n_unique_eqtl_genes min_p

Artery_Aorta 34 16 32 1.22E-71

Artery_Coronary 11 7 11 9.7E-27

Artery_Tibial 41 17 39 1.25E-89

Cells_Cultured_fibroblasts 33 14 32 2.46E-85

Skin_Not_Sun_Exposed_Suprapubic 39 15 38 3.3E-102

Skin_Sun_Exposed_Lower_leg 47 20 46 8.2E-127

Whole_Blood 36 19 36 7.6E-120

(B) Direct eQTL records involving the 54 MR instrumental SNPs.

rsiD variant_id variant_id_b37 chr variant_pcref alt symbol ensg_clean gene_id gtex_gene_name  tissue tissue_n  tss_distancmaf pval_nomi slope slope_se neg_logl0 abs_slope
rs7428430 chr3_50136751_C_T _bh38 3 50174184 C_T _b37 chr3 50136751 C T ACTBP13 ENSG00000234667 ENSG00000234667.1 ACTBP13 Skin_Sun_Exposed_Lower_leg 605 258771 0.480992 4.72E-29 0.36922 0.031078 28.32575 0.36922
rs7428430 chr3_50136751_C_T_bh38 3 50174184 C_T_b37 chr3 50136751 C T ACTBP13 ENSG00000234667 ENSG00000234667.1  ACTBP13 Skin_Not_Sun_Exposed_Suprapubic 517 258771 0.489362 1.11E-18 0.355043 0.038475 17.95615 0.355043
rs17232484 chrl6 89795242 G_A h38 16_89861650_G_A b3 chrl6 89795242 G A AFG3L1P ENSG00000223959 ENSG00000223959.8 AFG3L1P Artery_Aorta 432  -177344 0.029716  7.8E-08 -0.478399 0.086968 7.108037 0.478399
rs1308048 chrl_66422859 T_C_h38 1 66888542_T_C_b37 chrl 66422859 T C AL139147.1 ENSG00000248458 ENSG00000248458.2  RP4-598P13.1 Cells_Cultured_fibroblasts 504 -254144 0.47205 0.000218 0.17158 0.045992 3.662173 0.17158
rs3213737 chrl2_ 95986028 G_A h38 12 96379806_G_A b3 chrl2 95986028 G A AMDHD1 ENSG00000139344 ENSG00000139344.7 AMDHD1 Artery_Aorta 432 42735 0.478036 2.81E-08 -0.332897 0.058448 7.551954 0.332897
rs3213737 chrl2_95986028_G_A h38 12 96379806_G_A b3 chrl2 95986028 G A AMDHD1 ENSG00000139344 ENSG00000139344.7 AMDHD1 Whole_Blood 670 42735 0.480597 2.19E-07 -0.187336 0.035728 6.659957 0.187336
rs3213737 chrl2_95986028 G_A bh38 12 96379806_G_A b3 chrl2 95986028 G A AMDHD1 ENSG00000139344 ENSG00000139344.7 AMDHD1 Artery_Tibial 663 42735 0.483733 1.13E-06 -0.245708 0.049872 5.947345 0.245708
rs3213737 chrl2_95986028_G_A h38 12 96379806_G_A b3 chrl2 95986028 G A AMDHD1 ENSG00000139344 ENSG00000139344.7 AMDHD1 Artery_Coronary 240 42735 0.485915 3.47E-05 -0.316246 0.074386 4.459878 0.316246
rs7428430 chr3_50136751_C_T _b38 3 50174184 C_T _b37 chr3 50136751 C T AMT ENSG00000145020 ENSG00000145020.15 AMT Artery_Aorta 432 713998 0.498708 7.45E-05 0.11175 0.02784 4.127587 0.11175
rs7428430 chr3_50136751_C_T_bh38 3 50174184 C_T_b37 chr3 50136751 C T AMT ENSG00000145020 ENSG00000145020.15 AMT Whole_Blood 670 713998 0.480597 0.000162 0.088678 0.023357 3.791572 0.088678
rs75300484 chrl6_ 89422653 C_T h38 16_89489061_C_T b3 chrl6 89422653 C T ANKRD11 ENSG00000167522 ENSG00000167522.14 ANKRD11 Whole_Blood 670 -67908 0.030597 3.95E-05 -0.210647 0.050866 4.403358 0.210647
rs7428430 chr3_50136751_C_T_bh38 3 50174184 C_T_b37 chr3 50136751 C T APEH ENSG00000164062 ENSG00000164062.12 APEH Skin_Not_Sun_Exposed_Suprapubic 517 462749 0.489362 0.000165 0.090134 0.023726 3.781575 0.090134
rs6059655 chr20_34077942_A_G_b38 2032665748 A _G_b3 chr20 34077942 A G ASIP ENSG00000101440 ENSG00000101440.9  ASIP Skin_Not_Sun_Exposed_Suprapubic 517 -116627 0.071567 1.46E-22 -0.615227 0.059581 21.8343 0.615227
rs6059655 chr20_34077942_A_G_h38 2032665748 _A_G_b3 chr20 34077942 A G ASIP ENSG00000101440 ENSG00000101440.9  ASIP Skin_Sun_Exposed_Lower_leg 605 -116627 0.07438 8.63E-20 -0.560029 0.059112 19.06385 0.560029
rs1278766 chrl3 112880068 _T_C_b38 13 113534382_T_C_bichrl3 1.13E+08 T C ATP11A ENSG00000068650 ENSG00000068650.18 ATP11A Skin_Sun_Exposed_Lower_leg 605 189739 0.475207 6.29E-05 0.092583 0.022953 4.201013 0.092583
rs511515 chr6_33573730_A_G_b38 6_33541507_A_G_b37 chr6 33573730 A G BAK1 ENSG00000030110 ENSG00000030110.12 BAK1 Skin_Sun_Exposed_Lower_leg 605 -6563 0.304132 8.2E-127 -0.696788 0.021709 126.0845 0.696788
rs511515 chr6_33573730_A_G_b38 6_33541507_A_G_b37 chr6 33573730 A G BAK1 ENSG00000030110 ENSG00000030110.12 BAK1 Whole_Blood 670 -6563 0.311194 7.6E-120 -0.613438 0.020664 119.1218 0.613438
rs511515 chr6_33573730_A_G_b38 6_33541507_A_G_b37 chr6 33573730 A G BAK1 ENSG00000030110 ENSG00000030110.12 BAK1 Skin_Not_Sun_Exposed_Suprapubic 517 -6563 0.294971 3.3E-102 -0.735287 0.025879 101.4759 0.735287
rs511515 chr6_33573730_A_G_b38 6_33541507_A_G_b37 chr6 33573730 A G BAK1 ENSG00000030110 ENSG00000030110.12 BAK1 Cells_Cultured_fibroblasts 504 -6563 0.312629 2.58E-55 -0.318531 0.017384 54.58871 0.318531
rs511515 chr6_33573730_A_G_b38 6_33541507_A_G_b37 chr6 33573730 A G BAK1 ENSG00000030110 ENSG00000030110.12 BAK1 Artery_Tibial 663 -6563 0.302226 9.78E-33 -0.319941 0.025005 32.00973 0.319941
rs511515 chr6_33573730_A_G_b38 6_33541507_A_G_b37 chr6 33573730 A G BAK1 ENSG00000030110 ENSG00000030110.12 BAK1 Artery_Aorta 432 -6563 0.319121 1.97E-25 -0.307462 0.026989 24.706 0.307462
rs511515 chr6_33573730_A_G_b38 6_33541507_A_G_b37 chr6 33573730 A G BAK1 ENSG00000030110 ENSG00000030110.12 BAK1 Artery_Coronary 240 -6563 0.300469 2.03E-12 -0.305875 0.04036 11.6928 0.305875
rs12350739 chr9_16885019_G_A_b38 9 16885017_G_A b37 chr9 16885019 G A BNC2 ENSG00000173068 ENSG00000173068.17 BNC2 Whole_Blood 670 14176 0.481343 1.59E-06 0.114296 0.023577 5.798024 0.114296
rs7428430 chr3_50136751_C_T_bh38 3 50174184 C_T_b37 chr3 50136751 C T CDHR4 ENSG00000187492 ENSG00000187492.8 CDHR4 Artery_Tibial 663 336916 0.492295 0.000208 -0.119954 0.03211 3.68159 0.119954
rs1805008 chrl6_89919736_C_T_b38 16 89986144 C_T_b3ichrl6 89919736 C T CDK10 ENSG00000185324 ENSG00000185324.21 CDK10 Whole_Blood 670 238999 0.066418 3.89E-86 -0.658144 0.028218 85.40972 0.658144
rs1805008 chrl6_89919736_C T _h38 16 89986144 C_T_b3ichrl6 89919736 C T CDK10 ENSG00000185324 ENSG00000185324.21 CDK10 Artery_Tibial 663 238999 0.068493 6.08E-79 -0.968348 0.042886 78.21594 0.968348
rs1805008 chrl6_89919736_C_T_b38 16 89986144 C_T_b3ichrl6 89919736 C T CDK10 ENSG00000185324 ENSG00000185324.21 CDK10 Skin_Sun_Exposed_Lower_leg 605 238999 0.066116 6.55E-57 -0.718334 0.039942 56.18355 0.718334
rs1805008 chrl6_89919736_C T _h38 16 89986144 C_T_b3ichrl6 89919736 C T CDK10 ENSG00000185324 ENSG00000185324.21 CDK10 Cells_Cultured_fibroblasts 504 238999 0.065217 1.9E-46 -1.11684 0.068547 45.72103 1.11684
rs1805008 chrl6_89919736_C_T_b38 16 89986144 C_T_b3ichrl6 89919736 C T CDK10 ENSG00000185324 ENSG00000185324.21 CDK10 Skin_Not_Sun_Exposed_Suprapubic 517 238999 0.060928 3.04E-43 -0.688119 0.044678 42.51682 0.688119
rs1805008 chrl6_89919736_C T _h38 16 89986144 C_T_b3ichrl6 89919736 C T CDK10 ENSG00000185324 ENSG00000185324.21 CDK10 Artery_Aorta 432 238999 0.067184 1.32E-40 -0.909778 0.058813 39.87972 0.909778
rs1805008 chrl6_89919736_C_T_bh38 16 89986144 C_T_b3ichrl6 89919736 C T CDK10 ENSG00000185324 ENSGO00000185324.21 CDK10 Artery_Coronary 240 238999 0.056338 5.9E-21 -0.966027 0.089902 20.22919 0.966027
rs1805007 chrl6_89919709 C T _h38 16 89986117 _C_T_b3ichrl6 89919709 C T CDK10 ENSG00000185324 ENSG00000185324.21 CDK10 Skin_Not_Sun_Exposed_Suprapubic 517 238972 0.068665 6.26E-07 -0.264394 0.052292 6.203756 0.264394
rs1805008 chrl6_89919736_C_T_b38 16 89986144 C_T_b3ichrl6 89919736 C T CENPBD1 ENSG00000177946 ENSG00000177946.5 CENPBD1 Skin_Not_Sun_Exposed_Suprapubic 517 -52049 0.060928 0.000268 0.25844 0.070339 3.572619 0.25844
rs17232484 chrl6_89795242_G_A h38 16 89861650 _G_A b3 chrl6 89795242 G A CENPBD1 ENSG00000177946 ENSGO00000177946.5 CENPBD1 Cells_Cultured_fibroblasts 504 -176543 0.032091 0.000361 -0.342753 0.095291  3.44246 0.342753
rs1805008 chrl6_89919736_C_T_bh38 16 89986144 C_T_b3ichrl6 89919736 C T CHMP1A ENSG00000131165 ENSG00000131165.14 CHMP1A Skin_Sun_Exposed_Lower_leg 605 261935 0.066116 6.28E-10 0.279157 0.044321 9.202321 0.279157
rs141817469 chrl6_89860743_C_T_h38 16 89927151 C_T_b3ichrl6 89860743 C T CHMP1A ENSG00000131165 ENSG00000131165.14 CHMP1A Artery_Tibial 663 202942 0.031678 5.79E-08 0.452265 0.082133 7.237355 0.452265
rs1805007 chrl6 89919709 C T h38 16 89986117 _C_T b3 chrl6 89919709 C T CHMP1A ENSG00000131165 ENSG00000131165.14 CHMP1A Artery_Tibial 663 261908 0.075343 4.14E-06 -0.258632 0.055566 5.383127 0.258632
rs1805007 chrl6_89919709 C T h38 16 89986117 _C_T_b3ichrl6 89919709 C T CHMP1A ENSG00000131165 ENSG00000131165.14 CHMP1A Artery Aorta 432 261908 0.073643 4.23E-06 -0.38081 0.081342 5.374123 0.38081
rs1805007 chrl6_89919709 C_T_bh38 16 89986117 _C_T b3 chrl6 89919709 C T CHMP1A ENSG00000131165 ENSG00000131165.14 CHMP1A Whole_Blood 670 261908 0.070896 1.5E-05 -0.116973 0.026798 4.824662 0.116973
rs1805008 chrl6_89919736_C T _h38 16 89986144 C T _b3ichrl6 89919736 C T CHMP1A ENSG00000131165 ENSG00000131165.14 CHMP1A Skin_Not_Sun_Exposed_Suprapubic 517 261935 0.060928 3.25E-05 0.231503 0.055143 4.488488 0.231503
rs141817469 chrl6 89860743 C_T h38 16 89927151 C_T b3 chrl6 89860743 C T CHMP1A ENSG00000131165 ENSG00000131165.14 CHMP1A Artery Aorta 432 202942 0.036176 4.58E-05 0.46865 0.113379 4.339235 0.46865
rs1805007 chrl6_89919709 C T h38 16 89986117 _C_T_b3ichrl6 89919709 C T CHMP1A ENSG00000131165 ENSG00000131165.14 CHMP1A Skin_Sun_Exposed_Lower_leg 605 261908 0.068595 4.93E-05 -0.182256 0.044534 4.307555 0.182256
rs6059655 chr20_34077942_A G _b38 20 32665748 A _G_b3 chr20 34077942 A G CHMP4B ENSG00000101421 ENSG00000101421.3 CHMP4B Whole_Blood 670 266638 0.064925 1.48E-05 -0.158401 0.036264 4.830608 0.158401
rs1805008 chrl6_89919736_C T _h38 16 89986144 C T _b3ichrl6 89919736 C T CPNE7 ENSG00000178773 ENSGO00000178773.14 CPNE7 Skin_Not_Sun_Exposed_Suprapubic 517 343968 0.060928 2.13E-09 -0.608125 0.099482 8.670938 0.608125
rs1805008 chrl6_89919736_C_T_h38 16 89986144 C_T_b3ichrl6 89919736 C T CPNE7 ENSG00000178773 ENSG00000178773.14 CPNE7 Skin_Sun_Exposed_Lower_leg 605 343968 0.066116 4.81E-08 -0.474249 0.085638 7.318078 0.474249
rs1805008 chrl6_89919736_C T _h38 16 89986144 C T _b3ichrl6 89919736 C T CPNE7 ENSG00000178773 ENSGO00000178773.14 CPNE7 Cells_Cultured_fibroblasts 504 343968 0.065217 6.4E-07 -0.455413 0.090047 6.193775 0.455413
rs1805007 chrl6_89919709 C_T_bh38 16 89986117 _C_T b3 chrl6 89919709 C T CPNE7 ENSG00000178773 ENSG00000178773.14 CPNE7 Cells_Cultured_fibroblasts 504 343941 0.062112 1.86E-05 -0.376232 0.086853 4.7308 0.376232
rs111391498 chr4_1347765 A G_b38 4 1341553 A _G_b37 chrd 1347765 A G CRIPAK ENSG00000179979 ENSG00000179979.8 CRIPAK Whole_Blood 670 -43787 0.038806 5.2E-110 1.49272 0.053667 109.2806  1.49272
rs111391498 chrd 1347765 A G_b38 4 1341553 A G h37 chrd 1347765 A G CRIPAK ENSGO00000179979 ENSGO00000179979.8 CRIPAK Artery_Tibial 663 -43787 0.035103 1.25E-89 1.47445 0.059576 88.90147 1.47445
rs111391498 chr4_1347765 A G_b38 4 1341553 A _G_b37 chrd 1347765 A G CRIPAK ENSG00000179979 ENSG00000179979.8 CRIPAK Cells_Cultured_fibroblasts 504  -43787 0.034162 2.46E-85 1.65537 0.065813 84.60876 1.65537
rs111391498 chrd_1347765_A G _h38 4 1341553 A G_b37 chr4 1347765 A G CRIPAK ENSG00000179979 ENSG00000179979.8 CRIPAK Skin_Sun_Exposed_Lower_leg 605 -43787 0.038017 4E-78 142492 0.064049 77.39801 1.42492
rs111391498 chr4_1347765_ A G_b38 4 1341553 A _G_b37 chrd 1347765 A G CRIPAK ENSG00000179979 ENSG00000179979.8 CRIPAK Artery Aorta 432 -43787 0.037468 1.22E-71 1.93101 0.08196 70.91242 1.93101
rs111391498 chrd_1347765_A G _h38 4 1341553 A G_b37 chr4 1347765 A G CRIPAK ENSG00000179979 ENSG00000179979.8 CRIPAK Skin_Not_Sun_Exposed_Suprapubic 517 -43787 0.037718 3.82E-68 1.32414 0.06337 67.41802 1.32414
rs111391498 chr4_1347765 A G_b38 4 1341553 A _G_b37 chrd 1347765 A G CRIPAK ENSG00000179979 ENSG00000179979.8 CRIPAK Artery_Coronary 240 -43787 0.032864 9.7E-27 1.73526 0.135869 26.0132 1.73526
rs111391498 chrd_1347765_A G _bh38 4 1341553 A G_b37 chr4 1347765 A G CTBP1 ENSG00000159692 ENSG00000159692.15 CTBP1 Skin_Not_Sun_Exposed_Suprapubic 517 98628 0.037718 0.000141 -0.276 0.071898 3.849345 0.276
rs7428430 chr3_50136751_C_T_bh38 3 50174184 C_T_b37 chr3 50136751 C T CTD-2330K9.3 ENSG00000228008 ENSG00000228008.1 CTD-2330K9.3 Artery Aorta 432 232877 0.498708 3.33E-09 -0.375067 0.061623 8.477731 0.375067
rs4670813 chr2_38090568_G_A_b38 2 38317710_G_A b37 chr2 38090568 G A CYP1B1 ENSG00000138061 ENSG00000138061.11 CYP1B1 Artery_Tibial 663 -19334 0.458904 4.35E-05 -0.152839 0.037066 4.36123 0.152839
rs511515 chr6_33573730_A G_b38 6_33541507_A_G_b37 chr6 33573730 A G DAXX ENSG00000204209 ENSG00000204209.11 DAXX Cells_Cultured_fibroblasts 504 244444 0.312629 3.1E-08 -0.169707 0.03007 7.509165 0.169707
rs511515 chr6_33573730_A_G_b38 6_33541507_A_G_h37 chrb 33573730 A G DAXX ENSG00000204209 ENSG00000204209.11 DAXX Artery Aorta 432 244444 0.319121 9.16E-06 -0.192688 0.042729 5.038215 0.192688
rs1805007 chrl6_89919709 C T h38 16 89986117 _C_T_b3ichrl6 89919709 C T DBNDD1 ENSG00000003249 ENSG00000003249.13 DBNDD1 Artery_Tibial 663 -100334 0.075343 1.33E-29 0.849143 0.0705 28.87606 0.849143
rs1805007 chrl6 89919709 C T h38 16 89986117 _C_T b3 chrl6 89919709 C T DBNDD1 ENSG00000003249 ENSG00000003249.13 DBNDD1 Skin_Sun_Exposed_Lower_leg 605 -100334 0.068595 1.01E-21 0.596284 0.059593 20.99449 0.596284
rs1805007 chrl6_89919709 C T h38 16 89986117 _C_T_b3ichrl6 89919709 C T DBNDD1 ENSG00000003249 ENSG00000003249.13 DBNDD1 Cells_Cultured_fibroblasts 504 -100334 0.062112 1.58E-21 1.03891 0.103013 20.80243 1.03891
rs1805007 chrl6_89919709 C T h38 16 89986117 _C_T_b3ichrl6 89919709 C T DBNDD1 ENSG00000003249 ENSG00000003249.13 DBNDD1 Skin_Not_Sun_Exposed_Suprapubic 517 -100334 0.068665 4.09E-20 0.718882 0.074552 19.38876 0.718882
rs1805007 chrl6_89919709 C T bh38 16 89986117 _C_T_b3ichrl6 89919709 C T DBNDD1 ENSG00000003249 ENSG00000003249.13 DBNDD1 Artery_Coronary 240 -100334 0.06338 4.13E-09 0.824386 0.133074 8.384331 0.824386
rs1805007 chrl6_89919709 C T _bh38 16 89986117 _C_T_b3ichrl6 89919709 C T DBNDD1 ENSG00000003249 ENSG00000003249.13 DBNDD1 Artery Aorta 432 -100334 0.073643 2.24E-07 0.415136 0.078421 6.649026 0.415136
rs1805008 chrl6_89919736_C T _h38 16 89986144 C T _b3ichrl6 89919736 C T DBNDD1 ENSG00000003249 ENSG00000003249.13 DBNDD1 Artery_Tibial 663 -100307 0.068493 7.21E-06 0.374332 0.082559 5.142351 0.374332
rs1805008 chrl6_89919736_C T _h38 16 89986144 C_T_b3ichrl6 89919736 C T DEF8 ENSG00000140995 ENSG00000140995.16 DEF8 Skin_Sun_Exposed_Lower_leg 605 -28189 0.066116 1.96E-08 0.274421 0.04813 7.707027 0.274421
rs1805008 chrl6_89919736_C T _h38 16 89986144 C T _b3ichrl6 89919736 C T DEF8 ENSG00000140995 ENSGO00000140995.16 DEF8 Artery_Tibial 663 -28189 0.068493 1.74E-07 0.338685 0.063924 6.760013 0.338685
rs1805008 chrl6_89919736_C T _h38 16 89986144 C_T_b3ichrl6 89919736 C T DEF8 ENSG00000140995 ENSGO00000140995.16 DEF8 Skin_Not_Sun_Exposed_Suprapubic 517 -28189 0.060928 4.38E-07 0.259819 0.05067 6.35867 0.259819
rs1805008 chrl6_89919736_C T _h38 16 89986144 C T _b3ichrl6 89919736 C T DEF8 ENSG00000140995 ENSGO00000140995.16 DEF8 Artery_Aorta 432 -28189 0.067184 5.42E-05 0.255172 0.062352 4.266014 0.255172
rs7428430 chr3 50136751 _C T bh38 3 50174184 C_T b37 chr3 50136751 C T DOCK3 ENSG00000088538 ENSG00000088538.12 DOCKS3 Skin_Sun_Exposed_Lower_leg 605 -538490 0.480992 5.24E-05 -0.136898 0.033573 4.280605 0.136898
rs7428430 chr3_50136751_C_T_b38 3 50174184 C_T_b37 chr3 50136751 C T DOCK3 ENSG00000088538 ENSG00000088538.12 DOCKS3 Skin_Not_Sun_Exposed_Suprapubic 517 -538490 0.489362 0.000847 -0.122891 0.036578 3.07198 0.122891
rs9328259 chr6_508972_C_A Db38 6_508972_C_A b37 chr6 508972 C A EXOC2 ENSG00000112685 ENSG00000112685.13 EXOC2 Whole_Blood 670 -184139 0.332836 5.05E-11 -0.171147 0.025574 10.29635 0.171147
rs9328259 chr6_508972_C_A b38 6_508972_C_A b37 chr6 508972 C A EXOC2 ENSG00000112685 ENSG00000112685.13 EXOC2 Artery_Aorta 432 -184139 0.347545 5.9E-06 -0.184004 0.039931 5.22934 0.184004
rs9328259 chr6_508972_C_A Db38 6_508972_C_A b37 chr6 508972 C A EXOC2 ENSG00000112685 ENSG00000112685.13 EXOC2 Cells_Cultured_fibroblasts 504 -184139 0.329193 2.65E-05 -0.169544 0.039894 4.577292 0.169544
rs9328259 chr6_508972_C_A b38 6_508972_C_A b37 chr6 508972 C A EXOC2 ENSG00000112685 ENSG00000112685.13 EXOC2 Skin_Not_Sun_Exposed_Suprapubic 517 -184139 0.343327 5.41E-05 -0.132235 0.032437 4.267106 0.132235
rs112089506 chrl6 90082763 C_T h38 16 90149171 C_T b3'chrl6 90082763 C T FAM157C ENSG00000260528 ENSG00000260528.4 FAM157C Skin_Sun_Exposed_Lower_leg 605 -19508 0.087603 0.000133 -0.397895 0.103378 3.876279 0.397895
rs7428430 chr3_50136751_C_T_b38 3 50174184 C_T_b37 chr3 50136751 C T FAM212A ENSG00000185614 ENSGO00000185614.4 FAM212A Skin_Not_Sun_Exposed_Suprapubic 517 333497 0.489362 1.59E-12 -0.152644 0.020989 11.79817 0.152644
rs7428430 chr3 50136751 _C T bh38 3 50174184 C_T b37 chr3 50136751 C T FAM212A ENSG00000185614 ENSG00000185614.4 FAM212A Skin_Sun_Exposed_Lower_leg 605 333497 0.480992 5.66E-09 -0.116282 0.019632 8.247482 0.116282
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