Supplementary Table 5. FUMA SNP2GENE annotation and Gene2Func tissue enrichment.

(A) Summary of FUMA SNP2GENE mapping.

metric value
FUMA mapped genes 160
Protein-coding FUMA mapped genes 160
Mapped by positional mapping 104
Mapped by eQTL mapping 100
Mapped by chromatin interaction mapping 32
(B) FUMA mapped genes and mapping evidence.
ensg symbol chr start end strand type entrezID HUGO  pLlI NcRVIS posMapSNPs posMapMaxCADD  eqtIMapSNPs eqtiMapminP eqtiIMapminQ eqtiMapts eqgtlDirection ciMap ciMapts minGwasP  IndSigSNPs GenomicL mapped_b mapped_b mapped_b mapping_type
ENSG00000184588 PDE4B 1 66258197 66840259 1 protein_cot 5142 PDE4B 0.709079 -0.830512 3 16.04 0 No rs1308048 1 TRUE FALSE FALSE positional
ENSG00000118473 SGIP1 1 66999066 67213982 1 protein_cot 84251 SGIP1 0.999651 -0.315319 0 0 28  4.15601E-13 9.97589E-26 GTEx/v8/Cells_Cultured_fibroblasts - No 1E-19 rs1308048 1 FALSE TRUE FALSE eQTL
ENSG00000248458 AL139147.1 1 67131547 67142710 -1 protein_coding 0 0 17 1.56339E-05 5.76742E-07 GTEx/v8/Cells_Cultured_fibroblasts - No 1E-19 rs1308048 1 FALSE TRUE FALSE eQTL
ENSG00000152760 TCTEX1D1 1 67218142 67244470 1 protein_coc 200132 TCTEX1D 0.006425 -0.383983 0 0 23 6.35253E-08 2.46718E-56 GTEXx/v8/Cells_Cultured_fibroblasts - No 1E-19 rs1308048 1 FALSE TRUE FALSE eQTL
ENSG00000221986 MYBPHL 1 1.1E+08 1.1E+08 -1 protein_coc 343263 MYBPHL 0.004618 0.281706 0 0 2 0.000177798 0.0405922 GTEXx/v8/Cells_Cultured_fibroblasts No rs6689641 2 FALSE TRUE FALSE eQTL
GTEx/v8/Skin_Sun_Exposed_Lower_le
ENSG00000197106 SLC6A17 1 1.11E+08 1.11E+08 1 protein_coc 1.02E+08 SLC6A17 0.962735 0.020164 43 14.38 37 6.15679E-07 0.000154891 ¢ + No 7.5E-12 rs6689641 2 TRUE TRUE FALSE positional; eQTL
ENSG00000143603 KCNN3 1 1.55e+08 1.55E+08 -1 protein_cot 3782 KCNN3 0.864941 -0.629505 2 3.213 0 Yes Aorta 0.000000029 rs11264244 3 TRUE FALSE TRUE positional; chromatin interaction
ENSG00000115828 QPCT 2 37571717 37600465 1 protein_cot 25797 QPCT 1.87E-08 0.303395 0 0 1 9.18382E-05 1.75037E-14 GTEx/v8/Cells_Cultured_fibroblasts No rs4670813 4 FALSE TRUE FALSE eQTL
GTEx/v8/Skin_Sun_Exposed_Lower_le
ENSG00000115841 RMDN2 2 38150330 38294285 1 protein_coc 151393 RMDN2  5.21E-16 0.150487 5 16.2 16  4.08718E-07 2.16409E-34 g No rs4670813 4 TRUE TRUE FALSE positional; eQTL
ENSG00000138061 CYP1B1 2 38294116 38337044 -1 protein_co( 1545 CYP1B1  0.000296 -1.041277 28 16.2 22 1.14153E-08 1.685E-09 GTEXx/v8/Artery_Tibial + No 7.7E-09 rs4670813 4 TRUE TRUE FALSE positional; eQTL
ENSG00000138079 SLC3A1 2 44502599 44548633 1 protein_cot 6519 SLC3A1  7.55E-16 -0.018971 14 12.09 0 No rs1584885 TRUE FALSE FALSE positional
GTEx/v8/Whole_Blood:GTEX/v8/Arter
ENSG00000138078 PREPL 2 44543420 44589001 -1 protein_co( 9581 PREPL 2.43E-11 0.105865 42 15.97 161  4.80688E-10 2.47831E-06 y_Aorta:GTEx/v8/Artery_Tibial - Yes Aorta 0.000000034 rs1584885 5 TRUE TRUE TRUE positional; eQTL; chromatin interaction
ENSG00000143919 CAMKMT 2 44589089 44999731 1 protein_cot 79823 CAMKMT 5.15E-13  0.21332 153 19.68 42 1.74152E-08 1.5465E-07 GTEXx/v8/Whole_Blood Yes Aorta 0.000000034 rs1584885 5 TRUE TRUE TRUE positional; eQTL; chromatin interaction
ENSG00000138083 SIX3 2 45168902 45173216 1 protein_cot 6496 SIX3 0.348879 -0.04466 0 0 0 Yes Aorta rs1584885 5 FALSE FALSE TRUE chromatin interaction
ENSG00000170577 SIX2 2 45232300 45236569 -1 protein_co( 10736 SIX2 0.870283 0 0 0 Yes Aorta 0.000000034 rs1584885 5 FALSE FALSE TRUE chromatin interaction
GTEx/v8/Artery_Tibial:GTEx/v8/Cells
ENSG00000136560 TANK 2 1.62E+08 1.62E+08 1 protein_cot 10010 TANK 0.943798 -0.173838 20 19.97 13 6.64091E-05 0.00692465 _Cultured_fibroblasts Yes Aorta 0.000000041 rs1267037 6 TRUE TRUE TRUE positional; eQTL; chromatin interaction
GTEx/v8/Skin_Not_Sun_Exposed_Sup
rapubic:GTEx/v8/Skin_Sun_Exposed_
ENSG00000178252 WDR6 3 49044495 49053386 1 protein_cot 11180 WDR6 9.2E-07 -0.05895 0 0 78 2.77659E-07 1.8169E-102 Lower_leg No rs7428430 7 FALSE TRUE FALSE eQTL
GTEx/v8/Cells_Cultured_fibroblasts:G
ENSG00000185909 KLHDC8B 3 49209044 49213917 1 protein_coc 200942 KLHDC8E 0.010421 -0.077352 0 0 51  0.000224827 8.98072E-20 TEx/v8/Skin_Sun_Exposed_Lower_leg No rs7428430 7 FALSE TRUE FALSE eQTL
GTEx/v8/Cells_Cultured_fibroblasts:G
ENSG00000233276 GPX1 3 49394609 49396033 -1 protein_cot 2876 GPX1 0.006932 -0.616399 0 0 58  0.000198778 1.10725E-28 TEx/v8/Skin_Sun_Exposed_Lower_leg No rs7428430 7 FALSE TRUE FALSE eQTL
ENSG00000145022 TCTA 3 49449639 49453908 1 protein_cot 6988 TCTA 0.013265 -0.595941 0 0 104  6.25752E-06 7.59985E-09 GTEXx/v8/Cells_Cultured_fibroblasts No rs7428430 7 FALSE TRUE FALSE eQTL
GTEx/v8/Whole_Blood:GTEXx/v8/Arter
y_Aorta:GTEX/v8/Artery_Coronary:GT
Ex/v8/Artery_Tibial:GTEXx/v8/Cells_C
ultured_fibroblasts:GTEXx/v8/Skin_Not
ENSG00000145020 AMT 3 49454211 49460186 -1 protein_co( 275 AMT 0.000569 -0.022637 0 0 92 5.74902E-08 2.31462E-81 _Sun_Exposed_Suprapubic + No 0.000000014 rs7428430 7 FALSE TRUE FALSE eQTL
GTEx/v8/Artery_Aorta:GTEX/v8/Arter
ENSG00000145029 NICN1 3 49460379 49466759 -1 protein_co( 84276 NICN1 0.257246 -1.087291 0 0 159 2.35203E-07 3.54662E-24 y_Tibial + No 0.000000014 rs7428430 7 FALSE TRUE FALSE eQTL
GTEx/v8/Cells_Cultured_fibroblasts:G
TEx/v8/Skin_Not_Sun_Exposed_Supra
ENSG00000164062 APEH 3 49711435 49721396 1 protein_cot 327 APEH 0.013216 -0.271805 0 0 127 2.84065E-06 1.57262E-14 pubic + No 0.000000014 rs7428430 7 FALSE TRUE FALSE eQTL
GTEx/v8/Skin_Sun_Exposed_Lower_le
ENSG00000173531 MST1 3 49721380 49726934 -1 protein_cot 4485 MST1 1.73E-10 0.158165 0 0 63  0.000077715 6.29643E-13 g No rs7428430 7 FALSE TRUE FALSE eQTL
GTEXx/v8/Artery_Aorta:GTEX/v8/Arter
y_Coronary:GTEx/v8/Artery_Tibial:G
TEx/v8/Cells_Cultured_fibroblasts:GT
Ex/v8/Skin_Not_Sun_Exposed_Suprap
ubic:GTEx/v8/Skin_Sun_Exposed_Low
ENSG00000164068 RNF123 3 49726932 49758962 1 protein_cot 63891 RNF123  0.969715 -0.461991 0 0 162  8.28252E-16 2.60502E-20 er_leg - No 0.000000014 rs7428430 7 FALSE TRUE FALSE eQTL
GTEx/v8/Whole_Blood:GTEXx/v8/Arter
y_Aorta:GTEx/v8/Artery_Coronary:GT
Ex/v8/Artery_Tibial:GTEx/v8/Skin_No
t_Sun_Exposed_Suprapubic:GTEx/v8/
ENSG00000173540 GMPPB 3 49754277 49761384 -1 protein_coc 386724 GMPPB 8.25E-05 -0.659554 0 0 162 1.59763E-15 3.6504E-63 Skin_Sun_Exposed_Lower_leg - No 0.000000014 rs7428430 7 FALSE TRUE FALSE eQTL
ENSG00000176095 IP6K1 3 49761727 49823975 -1 protein_co( 9807 IP6K1 0.23518 -2.103427 0 0 76  0.000105606 0.000365035 GTEx/v8/Artery_Tibial No rs7428430 7 FALSE TRUE FALSE eQTL
GTEx/v8/Artery_Aorta:GTEX/v8/Arter
ENSG00000187492 CDHR4 3 49828165 49837268 -1 protein_coc 389118 CDHR4 0.013474 0.04361 0 0 107 2.86104E-05 2.24065E-06 y_Tibial - No 0.000000014 rs7428430 7 FALSE TRUE FALSE eQTL
GTEx/v8/Artery_Aorta:GTEX/v8/Arter
y_Tibial:GTEx/v8/Cells_Cultured_fibr
oblasts:GTEx/v8/Skin_Not_Sun_Expos
ed_Suprapubic:GTEx/v8/Skin_Sun_Ex
ENSG00000185614 FAM212A 3 49840687 49842463 1 protein_coc 389119 FAM212A 0.000589 0 0 162  4.93358E-16 4.55389E-18 posed_Lower_leg + No 0.000000014 rs7428430 7 FALSE TRUE FALSE eQTL
GTEx/v8/Whole_Blood:GTEXx/v8/Arter
y_Aorta:GTEx/v8/Artery_Tibial:GTEx/
v8/Cells_Cultured_fibroblasts:GTEx/v8
/Skin_Not_Sun_Exposed_Suprapubic:
GTEx/v8/Skin_Sun_Exposed_Lower_le
ENSG00000182179 UBA7 3 49842640 49851379 -1 protein_coc 1.01E+08 UBA7 2.68E-14 -0.315381 0 0 162 3.7223E-34 2.47495E-51 ¢ + No 0.000000014 rs7428430 7 FALSE TRUE FALSE eQTL
GTEXx/v8/Skin_Not_Sun_Exposed_Sup
ENSG00000183763 TRAIP 3 49866034 49894007 -1 protein_cot 10293 TRAIP 0.125104 -0.132255 4 17.61 71 0.000120704 0.0101474 rapubic No rs7428430 7 TRUE TRUE FALSE positional; eQTL
ENSG00000164076 CAMKV 3 49895421 49907655 -1 protein_co( 79012 CAMKYV  0.996846 -0.638323 9 18.51 0 No rs7428430 7 TRUE FALSE FALSE positional
GTEx/v8/Whole_Blood:GTEXx/v8/Arter
y_Aorta:GTEx/v8/Artery_Tibial:GTEXx/
v8/Cells_Cultured_fibroblasts:GTEXx/v8
/Skin_Not_Sun_Exposed_Suprapubic:
GTEx/v8/Skin_Sun_Exposed_Lower_le
ENSG00000164078 MST1R 3 49924435 49941299 -1 protein_co( 4486 MST1R 1.69E-20 -0.377645 14 18.51 162 4.4181E-21 3.12618E-16 g - No 0.000000014 rs7428430 7 TRUE TRUE FALSE positional; eQTL
ENSG00000228008 CTD-2330K9.3 3 49941278 49954370 1 protein_coding 10 11.37 162 6.92195E-11 2.36031E-07 GTEx/v8/Artery_Aorta - No 0.000000014 rs7428430 7 TRUE TRUE FALSE positional; eQTL
GTEx/v8/Whole_Blood:GTEXx/v8/Arter
ENSG00000164077 MON1A 3 49946302 49967606 -1 protein_cot 84315 MON1A  0.006368 -0.629673 16 11.37 111  3.53609E-06 1.16113E-05 y_Tibial + No 0.000000014 rs7428430 7 TRUE TRUE FALSE positional; eQTL
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(C) Gene2Func GTEX tissue enrichment results restricted to study-relevant tissues.

Category  GeneSet N_genes N _overlap GeneRatio p adjP neglog10P

DEG.down Artery_Coronary 863 10 0.011587486 0.238988 1 0.621623315
DEG.down Skin_Sun_Exposed_Lower_leg 2123 22 0.010362694 0.253235 1 0.596475552
DEG.down Cells_Cultured_fibroblasts 1713 18 0.010507881 0.262132 1 0.581479139
DEG.down Skin_Not_Sun_Exposed_Suprapubic 2330 23 0.009871245 0.327905 1 0.48425166
DEG.up Cells_Cultured_fibroblasts 3686 34 0.009224091 0.435556 1 0.360956449
DEG.up Skin_Not_Sun_Exposed_Suprapubic 2037 18 0.008836524 0.548292 1 0.260988193
DEG.down Artery_Tibial 1746 15 0.008591065 0.595174 1 0.225356227
DEG.up Artery_Aorta 2103 18 0.008559201 0.605207 1 0.218096295
DEG.up Skin_Sun_Exposed_Lower_leg 2163 18 0.008321775 0.654259 1 0.184250041
DEG.down Artery Aorta 1323 10 0.007558579 0.747103 1 0.1266195
DEG.down Whole_Blood 6321 49 0.007751938 0.900809 1 0.045367523
DEG.up Artery_Tibial 2175 14 0.006436782 0.927845 1 0.032524795
DEG.up Whole_Blood 1299 7 0.005388761 0.948406 1 0.023005504
DEG.up Artery_Coronary 1593 8 0.005021971 0.976522 1 0.010317907




