Figure S2. The AUC value of machine learning algorithms and the number of genes
contained in the models

Gene counts

GBM+Ridge 68
Ridge 69
GBM+Enet[alpha=0.1] | o091 N
Enet[alpha=0.1] 7 0.907 ]
GBM+Enet[alpha=0.2] 65
Enet[alpha=0.2] 0 i I 64
0.872 E)
¥ 0.872 3]
GBM+Enet[alpha=0.3] [ ; 0.672 7]
Enet[alpha=0.3] i 0.857 K]
RF+Ridge ; . 3
GBM+Enet[alpha=0.4] i 0.852 ]
GBM 5 B 0.851 L]
RF+Enet[alpha=0.1] 5 % 0.849 KT
RF+Enet[alpha=0.2] 5 0.841 JEYY
RF+Enet[alpha=0.6] 4 . 33
RF+Enet[alpha=0.7] 5 § 22
RF+Enet[alpha=0.5] 5 B 30
RF+Enet[alpha=0.3] A X 33
RF+Enet[alpha=0.4] ; .
Enet[alpha=0.4 8 i 0.837

GBM+Enet[alpha=0.5]
RF+Enet[alpha=0.8]
GBM+Enet[alpha=0.6]

Enet[alpha=0.5]
GBM+RF

Gene counts
Ridge [ o001 I
GBM+Ridge 78
Enet[alpha=0.1] 80
GBM+Enet[alpha=0.1] 8 78
Enet[alpha=0.2] 857 69
GBM+Enet[alpha=0.2] K | 094 K
GBM+Enet[alpha=0.3] 5 58
Enet[alpha=0.3] i 2
RF+glmBoost 0.
RF+Enet[alpha=0.2]
RF+Enet[alpha=0.3]
RF+Lasso
RF+Enet[alpha=0.1]
GBM+RF
D0 2

RF+Enet[alpha=0.5]
Enet[alpha=0.4]

Fig S2 The AUC value of machine learning algorithms and the number of genes contained in
the models. (A) The AUC values of machine learning algorithms and the number of genes
included in the models when the top 100 differentially expressed genes were selected based
on the threshold criteria of |log2FC| > 0.8 and FDR < 0.05. (B) The AUC values of the
machine learning algorithms and the number of genes included in the algorithms when the top
100 genes were selected based on the threshold of |log2FC| > 1.5 and FDR < 0.05.






